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13:00 - 13:15

13:15 - 14:00

14:00 - 14:30

14:30 - 15:00

15:00 - 15:15
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PROGRAM

Friday, September 26

Introduction
Seiki Kuramitsu

<Symposium> Model Organisms (1) Prokaryotes Abstract No.

Chair persons: Gota Kawai and Ayako Yoshida
Thermus thermophilus HBS B EITHE
Genes Involved in Biosynthetic Reactions of Branched Polyamines in an Extreme
Thermophile, Thermus thermophilus
BEMTEE Thermus thermophilus DR IERYTIUE G RRIGICEH 5B T
OTairo Oshima and Toshiyuki Moriya
(Inst. Environ. Micorobiol., Kyowa-kako Co. Ltd.)

Thermus thermophilus HBS B EIFREOHTREEM
Post-Translational Modification of Thermus thermophilus HB8
“Ryoji Masui, Kwang Kim, Hiroki Okanishi, Yota lio, and Seiki Kuramitsu
(Dept. Biol. Sci., Grad. Sch. Sci., Osaka Univ.)

Thermus thermophilus HBS B EIT#E
Database for Genome-Wide Proteome Analysis of Thermus thermophilus HB8
TOTA— LBICEDBIRLSEDI OB DR
©Kwang Kim', Hiroki Okanishi', Tomofumi Sakai’, Ryoji Masui',
and Seiki Kuramitsu'
(1Dept. Biol. Sci., Grad. Sch. Sci., Osaka Univ.,
*Grad. Sch. Frontier Biosci., Osaka Univ.)

Chair persons:  Yoshinori Koyama and Akira Nakamura
Thermus thermophilus HB8 A JLA
Characterization of Thermus thermophilus Phage ¢ MN1
Thermus thermophilus |2 T Z2oMN1 D FRAT
“Masatada Tamakoshi, Tomoya Nakayama, Kento Takahashi,
and Akihiko Yamagishi
(Dept. Appl. Life Sci., Tokyo Univ. Pharm. Life Sci.)

Chaperons of T. thermophilus and E. coli A AD ROV
Functional Analysis of ®TMA-Encoded GroES Like Protein
T7—CVANADYYRAY: BURIED folding TR &% E|
“Kohei Kondo', Masatada Tamakoshi®, Ayumi Koike-Takeshita'
(‘Dept. Appl. Chem. Biosci., Grad. Sch. Eng., Kanagawa Inst. Tech.,
*Sch. Life Sci., Tokyo Univ. Pharm. Life Sci.)

(11]

(31]

[30]

(21]

[22]
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15:15-15:30  Thermophilic Enzymes 78 E O BxX (23]
Thermostable DNA Repair Proteins aid DNA Amplification Techniques
EEIFRERE DNA BELV/N\VEDKREIEERIEA~ DA
Kenji Fukui
(Dept. Biochem., Osaka Medical College)

15:30 - 16:00  Break, Taking Photographs

16:00-17:15 Oral Presentation Abstract No.

Chair persons:  Kenji Fukui and Naoyuki Kondo
Drosophila melanogaster 37 P39 /T [3B]
Transcriptome analysis to identify genes responding to mechanical force in developing
Drosophila embryos
a0 PaVNIRICE T HEBA NIRFHLEEREFORENRE
OTakaaki Ishibashi', and Kenji Matsuno'
('Dept. Biol. Sci., Grad. Sch. Sci., Osaka Univ.)

Detura metel 4 iEIR (7]
A life of Datura Alba Nees
SEEEFED—4
“In Sook Matsui

(Department of Biochemistry, Wakayama Medical University, Japan)

Thermus thermophilus & EIFRE [13]
Analysis of Toxin-Antitoxin System in Thermus thermophilus HB27
Thermus thermophilus HB27 ¥ @ Toxin—Antitoxin System D &4
©Yugqi Fan, Takayuki Hoshino, and Akira Nakamura
(Fac. Life Environ. Sci., Univ. Tsukuba)

Sulfolobus acidocaldarius T ¥ & [14]
Function and regulation of enzymes involved in amino acid biosynthesis of Sulfolobus
acidocaldarius
Sulfolobus acidocaldarius D7 =/ B4 & RLEE R D BE & BRI ET 8 D AR AT
“Takeo Tomita', Kento Takahashi', Nagisa Akiyama', and Makoto Nishiyama'?
("The Univ. of Tokyo, >SPring-8)
Thermus thermophilus HBS B EIT#E [15]
Study on amino acid signal transduction mechanism of Thermus thermophilus
B EWFEE Thermus thermophilus |IZE T3 TI/BEL T FIVIGEMB O EHT
OTetsuo Kubota, Hajime Matsushita, Takeo Tomita, Tomohisa Kuzuyama,
and Makoto Nishiyama
(Biotechnology Research Center, The Univ. of Tokyo)

Thermococcus kodakarensis  HBIFEEH [16]
Characterization of an Ancestral-type f-Decarboxylating Dehydrogenase from
Thermococcus kodakarensis
Thermococcus kodakarensis B> DAL B BRR ik BRI K R EE R D FEAT
OTetsu Shimizu, Lulu Yin, Kento Takahashi, Takeo Tomita, Tomohisa Kuzuyama,
and Makoto Nishiyama
(Biotechnology Research Center, The univ. of Tokyo)
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Thermus thermophilus HBS B EITHE (18]
Interaction Analysis between PurF and PurD from Thermus thermophilus
Thermus thermophilus H3E PurF & PurD D8 E /E AfE4T
OHironori Ishii', Gota Kawai’, and Gen-ichi Sampei'
(‘Univ. Electro-Commun., Chiba Inst. Tech.)

Thermus thermophilus HB8 and Others BEIFRBEZSLETILEDYD [19]
Reaction Mechanism of Glutamine Amidotranferases in the Purine Biosynthesis
TIVEBHRIZEITETIIVASVTINEEBE RO RICHE
“Yuzo Watanabel, Gen-ichi Sampeiz, and Gota Kawai'
('Chiba Inst. Tech., *Univ. Electro-Commun.)

Thermus thermophilus HB8 S EF#E [20]
Are Modified Nucleosides in tRNA Responsible for D20 Formation of Thermus
thermophilus?

EIFHE Thermus thermophilus @ D20 [ZE VT, tRNA D DIEERX I L A FRIERE LI
BAELTLNSDM?

ORBENE S, HHMEL, AR, EHE T, FHE E, BIITE, Rl E,

i BEHER, SR 9hE

(B RF R E T 7E k)

Thermus thermophilus HBS: DNA Recombination SEFEE: DNA iz [24]
Functional Analysis of a Bacterial RecA Paralogue, RadA/Sms
#7153 DNA {2 R 22 /XU B DI RERET
©Masao Inoue', Yuki Fujii®, Kenji Fukui’, Noriko Nakagawa', Ryoji Masui',
and Seiki Kuramitsu'
(1Dept. Biol. Sci., Grad. Sch. Sci., Osaka Univ., ’Grad. Sch. Frontier Biosci., Osaka Univ.,
*Dept. Biochem., Osaka Medical College)

Thermus thermophilus HBS: DNA Recombination SEFEE: DNA iz [25]
Roles of Archaeal-Type Endresection Enzymes in Thermus thermophilus HB8
Thermus thermophilus HB8 HIRT7—F 7RIV I3V BERREDRE
“Yuki Fujiil‘z, Masao Inoue’ , Kenji Fukui4, Noriko Nakagawa3, Kwang Kim3,
Ryoji Masui®, Masahiro Ueda" >, and Seiki Kuramitsu'-
(1Grad. Sch. Frontier Biosci., Osaka Univ., ’RIKEN QBiC, 3Dept. Biol. Sci.,
Grad. Sch. Sci., Osaka Univ., ‘Dept. Biochem., Osaka Medical College)

T. thermophilus HB8: DNA-Binding Protein HU B EF#E: DNAHSEAY HU [26]
Analysis of nucleoid-associated protein HU in Thermus thermophilus HB8
FREICHETORKKIBREIV/NVE HU OFEN
“Yuya Nishida', Ryoji Masui®, and Seiki Kuramitsu'*
(1Grad. Sch. Frontier Biosci., Osaka Univ., 2Dept. Biol. Sci., Grad. Sch. Sci., Osaka Univ.)

T. thermophilus HBS: DNA-Binding Protein HU HEF#E: DNAKSEBQ Y HU [27]
Thermal Stability of HU Protein from Thermus thermophilus HB8
=EIFRE HU ORZEE OB
©Ayae Oka', Yuya Nishida®, Ryoji Masui’, and Seiki Kuramitsu® >
(1Dept. Biol. Sci., Sch. Sci., Osaka Univ., ’Grad. Sch. Frontier Biosci., Osaka Univ.,
*Dept. Biol. Sci., Grad. Sch. Sci., Osaka Univ.)
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New Enzyme-Activity Measurement HESWWEZFRAL-BREEREE [29]
A New Method for Real-Time Analysis of Nuclease Reaction
XOL7—E RGN EEH - E AR EEDORF
“Tomofumi Sakail, Hiroki Okanishiz, Kwang Kimz, Ryoji Masuiz, and Seiki Kuramitsu'2
(lGrad. Sch. Frontier Biosci., Osaka Univ., 2Dept. Biol. Sci., Grad. Sch. Sci., Osaka Univ.)

Post-Translational Modification: Lys Acylation FASR&EH#i: Lys D7 )Lk [32]
Post-Translational Modification: Proteome-Wide Analysis of Lys Acylation in
T. thermophilus: (1) Lysine Acetylation and Propionylation
B EIFEE Thermus thermophilus 1ZE T HFIREZEET 2 ILILDTOTH — LR :
() Lys BEDOT7EFILLETOEF =)L
OHiroki Okanishi, Kwang Kim, Ryoji Masui, and Seiki Kuramitsu
(Dept. Biol. Sci., Grad. Sch. Sci., Osaka Univ.)

Post-Translational Modification: Acetylation FHER&BBH: Lys D7 EFIL{t [33]
Post-Translational Modification: Proteome-Wide Analysis of Lys Acylation in
T. thermophilus: (2) Protein Acetyltransferase (7tPat)
SEFEE Thermus thermophilus IZE 1T 5FIEREBEM T VL DT OTA— LA
(2) BV NVBETEFILIEER (TtPat)
©Akane Furuyal, Hiroki Okanishi®, Takemasa Nagaol, lino Masatomo', Kwang Kim?,
Noriko Nakagawa®, Ryoji Masui’, and Seiki Kuramitsu®
(lDept. Biol. Sci., Sch. Sci., Osaka Univ., 2Dept. Biol. Sci., Grad. Sch. Sci., Osaka Univ.)

Post-Translational Modification: Acetylation FHER&EBH: Lys D7 EFIL{t [34]
Post-Translational Modification: Proteome-Wide Analysis of Lys Acykimlation in
T. thermophilus: (3) NAD -Dependent Protein Deacetylase (TtSrtN)
BEWFEE Thermus thermophilus |ZHI1TAFERZBIEEHT U ILDTOTFA— LT :
() NADIKF DR VBT EFILILEER
©Masatomo Iino', Hiroki Okanishi®, Akane Furuya', Takemasa Nagao', Kwang Kim?,
Noriko Nakagawa®, Ryoji Masui’, and Seiki Kuramitsu?
(lDept. Biol. Sci., Sch. Sci., Osaka Univ., 2Dept. Biol. Sci., Grad. Sch. Sci., Osaka Univ.)

Post-Translational Modification: Acetylation FHER&EBH: Lys D7 EFIL{t [35]
Post-Translational Modification: Proteome-Wide Analysis of Lys Acylation in
T. thermophilus: (4) Zn*"-Dependent Protein Deacetylase (TtAcuC)
BEWFEE Thermus thermophilus |1ZHI1TAFERZBIEEHT U IEDTOTFA— LEEFT:
4) Zn"" R F R NV ER T EFILIEEER (TtAcuC)
“Takemasa Nagaol, Hiroki Okanishi®, Akane Furuyal, lino Masatomo', Kwang Kim?,
Noriko Nakagawa®, Ryoji Masui’, and Seiki Kuramitsu?
(lDept. Biol. Sci., Sch. Sci., Osaka Univ., 2Dept. Biol. Sci., Grad. Sch. Sci., Osaka Univ.)

Post-Translational Modification: acylation #IR%&EM: 7Lt [36]
Analysis of protein acylation on metabolic enzymes and protein acyltransferase in
Thermus thermophilus HB27
B EWFEE Thermus thermophilus HB27 IZHI1T55EE7 S ILILIERRIZ LS
REBROFANRBELI VBTV IIEBEROE
C’Ayako Yoshidal, Hiroyuki Yamamotol, Takeo Tomital, Makoto Nishiyamal,
Minoru Yoshidaz, and Saori Kosono'?
('Biotechology Research Center, The Univ. of Tokyo, *CSRS, RIKEN)
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Post-Translational Modification: Phosphorylation EJER#&EM: UV E1L [37]
Post-translational modification: Proteome and Transcriptome Analysis of Protein
Phosphorylation in Thermus thermophilus
B EWFEE Thermus thermophilus |ZH I THEIERZBIEE: 2 /OB D) U EELIEER
OYota lio, Kwang Kim, Noriko Nakagawa, Ryoji Masui, and Seiki Kuramitsu
(Dept. Biol. Sci., Grad. Sch. Sci., Osaka Univ.)

17:15-17:45 Poster Discussion (odd number)

17:45-18:15 Poster Discussion (even number)

18:15 - 20:00 Banquet (with local Minoh Beer (http://www.minoh-beer.jp/))



8:30 - 9:00

9:00 - 9:30

9:30 - 9:45

9:45 - 11:00
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Saturday, September 27

Morning Poster Discussion

<Symposium> Model Organisms (2) Prokaryote Abstract No.
Chair Persons: Akio Ebihara and Katsunori Yoshikawa
Streptococcus  INAF TV LR EEDORE (8]

To Develop an Anti-Biofilm Drug for Streptococcus Bacteria

ARLTPIVHRBHRED/NAF T4V AR BREEEDRFEEBIELT
Takato Yano
(Dept. Biochem., Fac. Med., Osaka Medical College)

Thermus thermophilus & EIFRE [12]
The Universally Conserved Essential tRNA Modification, t6A, is Not Essential in
Thermus thermophilus HB27
W HZED tRNA-t6A {EER X Thermus thermophilus TIFWAZE TIXAELY
©Akira Nakamura, Yuka Kawabata, Taihei Sawada, Kazumasa Kitahara,
Akiyoshi Onose, and Takayuki Hoshino
(Fac. Life Environ. Sci., Univ. Tsukuba)

<Symposium> Model Organisms (3) Drosophila melanogaster

Abstract No.
Chair Persons: Kotaro Kimura and Ryoji masui
Drosophila melanogaster 3 P39 /\T (1]
Left or Right, That Is the Question.
230 TavNIZERAVTHLONITEEBNDA LN ER I HEHEH
Kenji Matsuno
(Dept. Biol. Sci., Grad. Sch. Sci., Osaka Univ.)

Drosophila melanogaster 37 P39 /\T [2]
Identification of genetic modifiers that interact with pecanex, encoding a
component of Notch signaling in Drosophila

23793/ T Pecanex [L/IMNEKADHEBEZ /LT Notch 1BHITZEDEFEMHEIC

H59%

“Tomoko Yamakawa', Shiori Kubo' and Kenji Matsuno'
(‘Dept. of Biol. Sci., Gad. Sch. of Sci., Osaka Univ.)

Drosophila melanogaster 37 P39 /\T (3]
The Role of N-Glycan Modifications of Notch Receptor in Drosophila Notch
Signaling

Notch IERIZERIZEH 115 N RUIEHDEE
©Kenjiroo Matsumoto', Shoko Nishihara®, and Kenji Matsuno'
('Dept. Biol. Sci., Grad. Sch. Sci., Osaka Univ., >Soka Univ.)



11:00 - 11:30

11:30 - 12:00

12:00 - 12:40

12:40 - 13:15

13:15-13:30

13:30 - 14:30

14:30 - 15:00
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<Symposium> Universal biology Abstract No.

Chair Persons: Akio Ebihara and Katsunori Yoshikawa
Universal biology EiEMEYFE [*]
Toward universal biology
ERMEMEATITT
Tetsuya Yomo
(Depart. Bio-Info, Osaka Univ. JST ERATO)

<Symposium> Model Organisms (4) Prokaryote Abstract No.

Chair Persons: Akio Ebihara and Katsunori Yoshikawa
Thermus thermophilus HB8 and Others EENFRBEEZSLETILLEY [17]
Molecular Evolution of the Enzymes in the Purine Biosynthetic Pathway
TIRILFFREGRRERO D FHEIL
“Gen-ichi Sampei' and Gota Kawai’
(*Univ. Electro-Commun., “Chiba Inst. Tech.)

Lunch Break

Poster Discussion
General Assembly (f8%)

<Symposium> Model Organisms (5) Caenorhadbitis elegans

Abstract No.
Chair Persons: Kenji Matsuno and Tomoko Yamakawa
Caenorhadbitis elegans ~ #& H (4]
Reading the Mind of A Worm:
A Rigorous Quantitative and Integrative Analyses of Chemosensory Behavior in
the Nematode C. elegans
(BD)ILZEHRT : EEMN DM ERIGIRR C. elegans DILZEIEEITEIDAET
Kotaro Kimura
(Dept. Biol. Sci., Grad. Sch. Sci., Osaka Univ.)

Caenorhadbitis elegans ~ #& H [5])
Understanding Information Processing for Olfactory Learning in the Nematode

C. elegans
BVWEED-HDHERDFERVLEDHE
©Akiko Yamazoe, Kosuke Fujita and Kotaro Kimura
(Dept. Biol. Sci., Grad. Sch. Sci., Osaka Univ.)

<Symposium> Bioinformatics Abstract No.

Chair Persons: Kenji Matsuno and Tomoko Yamakawa
Theoretical Biology BIREWMFE (6]
Mechanical communications in cell societies
HEORELEVLALEL,N LIRS Mt D EEE#E
Koichi Fujimoto (Dept. Biol. Sci., Grad. Sch. Sci., Osaka Univ.)
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15:00 - 15:15 Break

<Symposium> Engineering Innovation and Methodology Abstract No.

Chair Persons: Takero Tomita and Tairo Oshima
15:15-15:45  Enzymatic Biofuel Cell /A A ¥ E ith (9]
Improvement in Efficiency of Enzymatic Biofuel Cell Which Mimics Metabolic
Pathways
AaDRBBREERMITHEICKIYRET 5/ (A AHE DO ERER L
Tsutomu Mikawa
(RIKEN QBIiC)

15:45-16:15  Escherichia coli KB E [10]
Metabolic Engineering of Escherichia coli for 3-Hydroxypropionic Acid
Production Based on the Genome-Scale Metabolic Simulation
T LR — LB 2L —2avITE DV 3-ERAX S TOEA VB E E X
BORBIEHERE
OKento Tokuyama, Katsunori Yoshikawa, and Hiroshi Shimizu
(Grad. Sch. Info. Sci. Tech., Osaka Univ.)

16:15-16:45  Single-Molecule Imaging S F A A—T24 (28]
Administration of LFA-1 Conformational Changes at Immune Cell Contact Sites
“Naoyuki Kondo, Yoshihiro Ueda, and Tatsuo Kinashi
(Inst. of Biomed. Sci., Kansai Med. Univ.)

16:45-17:00 Award Ceremony
Tairo Oshima (President)
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ABSTRACTS
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Photographs

The 5th Annual meeting
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